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Library quality contrad acceptance oriteria

Library pools must meet these QU criteria before sequencing: concentration = 2 nM after
pooling and clean-up, verified in triplicate with a Qubit fluocrometer (Thermo Fisher Scientific,
UsA); fragment size assessed with a Bioanalyzer (Agilent Technologies, USA), showing the
expected library profile and absence of indexing primers or adapter dimers. The Sequench
negative control must show no detectable targeted fragments.

Run quality metrics and specifications

Yield (Gb): Total bases after filtering, reflecting sequencing capacity.

%= Q30 Phred score 230, base call accuracy =99.9%, primary quality indicator.
Error rate (%): Average per-base mismatch versus PhiX reference.

% aligned to PhiX: Percentage of reads aligning to Phidl

Run acceptance for Yield (Gb) and % bases = Q30 is based on Mlumina performance
specifications generated using a PhiX control library at supported cluster densities (Tables 1 and
2). This is updated per llumina specifications. The operational targets applied locally are: PhiX
error rate < 6%; % aligned to PhiX » 1%.

Table L Sequencing output per flow cell (Gb)

MiSeq
Read length Manoe Kitv2 Miero Kitv2 Kit w2 Kit w3

1236 bp MAA A 0.54-0.81 NA
2525 bp M M 0.75-0.85 A
756p | I _ [ NrA 3.3-38
22150 bp 0.30 12 4551 NIA
2:350bp D50 [ M 7585 MIA
2x300bp | hA, . ) ) 13.2-15

MextSeq 2000 with XLEAP-SBS chemistry

Read langth I P1 P2 [ P3 P4
1=50 bp MNAA [ I HFA an
2x50 bp o 40 120 120

2x100 by T 80 _ 240 360
2=150 bp - 120 . 360 540
2x300 bg 80 240 MiA NiA

Table 2 Quality score specifications (% > Q30)

MiSeq
[ Raad langth Kitv2 | Kit va
2x26, 2+75, 2+160, 2»250 bp = 75-90% = 70-BEN
2%300 bp [ [ [ = 70%

NeoctSaq 2000 with XLEAP-SBES chemistry

Read length AlL P1-P4
1=50 - 2« 150 bp = B0%
2=300 bp | = BA%
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Genus-Level Relative Abundance For Samples by Organsim Type
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Genus >1% Relative Abundance-Bacteria and Fungi
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Genus

Acetobacter
Bacillus
Bifidobacterium
Clostridium
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Klebsiella
Lactobacillus
Other (Bacteria)
Paenibacillus

Staphylococcus
Xanthomonas
Other (Fungi)
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A - Anaerobic
B - Bifido

Species >5% Relative Abundance-Bacteria and Fungi

Species
100% A
Bacillus coagulans

Bifidobacterium animalis

Bifidobacterium pseudolongum

Bifidobacterium thermophilum
Clostridium acetobutylicum
75%1 Clostridium botulinum
Clostridium butyricum
Lactobacillus crispatus
Lactobacillus delbrueckii
Lactobacillus fermentum
Lactobacillus frumenti
Lactobacillus harbinensis
Lactobacillus mucosae

Lactobacillus plantarum

Relative Abundance (%)
[4)]
o

Lactobacillus pontis
Lactobacillus reuteri
25% .
Lactobacillus rhamnosus
Other (Bacteria)

Staphylococcus aureus
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Species >1% Relative Abundance-Bacteria and Fungi

Relative Abundance (%)

100% 1 . ==t

Species
Acetobacter pasteurianus . Clostridium saccharoperbutylacetonicum Lactobacillus frumenti
Bacillus coagulans . Clostridium scatologenes Lactobacillus harbinensis
Bifidobacterium animalis . Clostridium sp. CT4 Lactobacillus mucosae

75% 1 Bifidobacterium pseudolongum . Clostridium sp. DL-VIII Lactobacillus plantarum

Bifidobacterium thermophilum . Clostridium sp. JN-1 Lactobacillus pontis

" Clostridium acetobutylicum Clostridium sp. JN-9 Lactobacillus reuteri
Clostridium beijerinckii Clostridium tyrobutyricum Lactobacillus rhamnosus
Clostridium botulinum Cutibacterium acnes Lactobacillus sp. C25
Clostridium butyricum Klebsiella oxytoca Lactobacillus vaginalis
Clostridium carboxidivorans Lactobacillus acetotolerans Other (Bacteria)
Clostridium estertheticum Lactobacillus amylolyticus Staphylococcus aureus
Clostridium kluyveri Lactobacillus casei Xanthomonas citri

. Clostridium pasteurianum Lactobacillus crispatus Other (Fungi)
Clostridium perfringens Lactobacillus delbrueckii

e Clostridium saccharobutylicum Lactobacillus fermentum
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Species >1% Relative Abundance

Relative Abundance (%)
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Species_Label

. Other (Archaea)
. Other (Bacteria)
. Bacillus coagulans (Bacteria)
. Clostridium butyricum (Bacteria)
| Other (Fungi)
Other (Other Eukaryote)
Other (Viruses)
Bifidobacterium animalis (Bacteria)
Cutibacterium acnes (Bacteria)
Lactobacillus harbinensis (Bacteria)
Lactobacillus plantarum (Bacteria)
Staphylococcus aureus (Bacteria)
. Xanthomonas citri (Bacteria)
. Clostridium acetobutylicum (Bacteria)

A - Anaerobic
B - Bifido

Clostridium beijerinckii (Bacteria)
Clostridium botulinum (Bacteria)
Clostridium carboxidivorans (Bacteria)
Clostridium kluyveri (Bacteria)
Clostridium pasteurianum (Bacteria)
Clostridium perfringens (Bacteria)
Clostridium saccharobutylicum (Bacteria)

Clostridium saccharoperbutylacetonicum (Bacteria)

Clostridium scatologenes (Bacteria)
Clostridium sp. DL-VIII (Bacteria)
Clostridium tyrobutyricum (Bacteria)
Capsicum annuum (Other Eukaryote)
Acetobacter pasteurianus (Bacteria)

Klebsiella oxytoca (Bacteria)

Lactobacillus acetotolerans (Bacteria)
Lactobacillus amylolyticus (Bacteria)
Lactobacillus fermentum (Bacteria)
Lactobacillus frumenti (Bacteria)
Lactobacillus mucosae (Bacteria)
Lactobacillus pontis (Bacteria)
Lactobacillus reuteri (Bacteria)
Lactobacillus vaginalis (Bacteria)
Bifidobacterium thermophilum (Bacteria)
Bifidobacterium pseudolongum (Bacteria)
Lactobacillus crispatus (Bacteria)
Lactobacillus delbrueckii (Bacteria)
Lactobacillus rhamnosus (Bacteria)
Lactobacillus sp. C25 (Bacteria)

SE:;;UENCH



